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@search Progress to Date \

e Modeled user workflow to understand overall goal
e Created prototypes

¢ Received feedback from researchers on prototypes
e Learned how to use Jupyter Notebook CBL_mglL
o Created sample user interface screens using the Jupyter notebook platform
¢ Modified prototypes

&Started using the QT toolkit to create user interface samples j 0 L
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Background

Importance of Generic Drugs

e Represent a large percentage (88%) of all
prescriptions dispensed in the US

e Cost much less than name-brand drugs:
account for only 28% of total drug spending
((http://www.gphaonIine.org/media/wysiwyg/PDF/GPhA
_Savings_Report_ZOlS.pdf))

Results: Output of the MCSim
mulation Post-processing Code

A User Friendly Platform to Simulate and Assess Generic Drug Pharmacokinetics ‘

Time-dependent behavior
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parameters T — S ¢ Receive feedback from simulation users
=N ¢ Modify prototype
e Create walk-through demo to present to FDA
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